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SupplementaryTableS2:DatasetdescriptionandMRimageacquisitiondetails.OntheleftcolumnarethereferencenumbersasusedinTableI,Figures2,3andSupplementaryMaterialS5.
Referencenumber Dataset Description Scanner(s) FreeSurferversion T1acquisitiondetails

























matrix= 256x256, Number of slices =150.
5 CIAM AsubsetofhealthycontrolsfromCorticalInhibitionandAttentionalModulation:astudyofpsychosis(CIAM)!UCT. 3T(Allegra)Siemens 5.3 TR/TE,2300/3.93ms;flipangle,12degrees,FOV,256mm×240mm×160mm;andvoxelsize,1.3mm×1.0mm×1.0mm.












8 HMS HealthysubjectsfromtheHomburgMultidiagnosisStudy 1.5T(Sonata)Siemens 5.3 AT1!weighted,magnetizationpreparedrapidgradientechosequence(MPRAGE)(TR/TE/TI/FA=1900ms/4.0ms/700ms/15°;imagematrix=256x256)wasacquiredgenerating176consecutivesagittalsliceswithavoxelsizeof1mm3.~5min
















































































21 OCDAMC ControlsubjectsfromstudiesonOCD(pedriatric) 3T(Intera)Philips 5.3 3T(PhilipsInteraMR)matrix256x256,182slices,voxelsize1x1x1.2mm
22 OCDBarcelona ControlsubjectsfromstudiesonOCD 1.5T(SignaExcite)GE 5.3 matrix256x256,130slices,voxelsize1.2x1.2x1.2mm
23 OCDFukuoka ControlsubjectsfromstudiesonOCD 3T(AchievaTX)Philips 5.3 3T(PhilipsAchievaTX)matrix240x240,TR8.2ms,TE3.8ms,TI(inversiontime)240ms,Flipangle8degree,FOV240x240,NSA1,Slicetickness1mm,numberofslice190,voxelsize1.8x1.8.1.8mm,scantime320s
24 OCDIndia1.5T Healthycontrols,examinedusingastructuredinterviewtoruleoutapsychiatricdiagnosisorneurologicaldisease 1.5T(Vison)Siemens 5.3 1.5T(SiemensVision):matrix256x256,160slices,0.98x0.98x1mm
25 OCDIndia3T Healthycontrols,examinedusingastructuredinterviewtoruleoutapsychiatricdiagnosisorneurologicaldisease 3T(Skyra)Siemens 5.3 3T(SiemensSkyra):matrix256X256,192slices,voxelsize1.0X1.0X1.0mm;
26 OCDKunming1.5T ControlsubjectsfromstudiesonOCD 1.5T(SignaExcite)GE 5.3 1.5T(SignaExcite)GE:matrix256x256,172slices,voxelsize0.93x0.93x0.9mm
27 OCDKunming3T ControlsubjectsfromstudiesonOCD 3T(Achieva)Philips 5.3 3T(Achieva)Philips:matrix228x228,230slices,FOV=250,voxelsize1.1x1.1x0.6mm












31 OCDShanghai ControlsubjectsfromstudiesonOCD 3T(Verio)Siemens 5.3 3T(Siemensverio)matrix256x256,192slices,slicetickness1.0mm,voxelsize1x1x1mm,TR2300ms,TE2.96ms,FOV256x240,flipangle9degree
32 OCDSNUA ControlsubjectsfromstudiesonOCD 1.5T(Signa)GE 5.3
MPRAGEsequencewereacquiredin176contiguousaxialslices:TR/TE=1160/4.76ms,fieldofview=23cm,flipangle=15°,
matrix416x512,voxelsize0.45x0.45x0.90mm.




34 OCDSNUC ControlsubjectsfromstudiesonOCD 3T(MagnetomTrio)SIemens 5.3 High!resolutionT1!weighted,three!dimensionalMPRAGE(TR=670ms;TE=1.89ms;FOV=50mm;FA=9°;matrix256x256;voxelsize1.000x0.977x0.977mm).
35 OCDSU ControlsubjectsfromstudiesonOCD 3T(MagnetomAllegra)Siemens 5.3 T1!weightedMPRAGEsagittal3Dvolume(TR=2300ms;TE=3.93ms;TI=1100ms;160slices;FOV=256x240mm;voxelsize=1.3x1.0x1.0mm3;slicethickness=1mm,flipangle=12degrees
36 OCDVUmcAmsterdam1.5T ControlsubjectsfromstudiesonOCD 1.5T(Sonata)Siemens 5.3 1.5T(SiemensSonata)matrix256x256,160slices,voxelsize1x1x1.5mm
37 OCDVUmcAmsterdam3T ControlsubjectsfromstudiesonOCD 3T(SignaHDxt)GE 5.3 3T(SignaHDxt)matrix256x256,172slices,voxelsize1x0.977x0.977mm
38 OCDZurich Healthycontrolsubjects(adolescentsandadults) 3T(Achieva)Philips 5.3 3T(PhilipsAchieva)matrix240x240,160slices,voxelsizeisotropic1x1x1mm,TR8.14ms,TE3.7ms,Flipangle8degree










41 PAFIPIDIVAL1 Healthycontrolsfromstudiesonschizofrenia 1.5T(Signa)GE 5.0 T1!weightedimages,usingaspoiledgrass(SPGR)sequence,wereacquiredinthecoronalplanewiththefollowingparameters:TE=5ms,TR=24ms,NEX=2,FA=45o,FOV=26x19.5cm,slicethickness=1.5mmandamatrixof256x192
42 PAFIPIDIVAL2 Healthycontrolsfromstudiesonschizofrenia 3T(Achieva)Phillips 5.3 SagittalT1,TR=3000ms;TE=4.6ms;FA=8o;Voxelsize=1x1x1mm;Slicethickness=1mm;Matrixsize=321x312
43 PAFIPIDIVAL3 Healthycontrolsfromstudiesonschizofrenia 1.5T(Signa)GE 5.0 T1!weightedimages,usingaspoiledgrass(SPGR)sequence,wereacquiredinthecoronalplanewiththefollowingparameters:TE=5ms,TR=24ms,NEX=2,FA=45o,FOV=26x19.5cm,slicethickness=1.5mmandamatrixof256x192




45 SHIP2 PopulationbasedsamplefromTheStudyofhealthinPomerania(north!easternGermany) 1.5T(Avanto)Siemens 5.1
3DT1!weightedMRIsequencewiththefollowingparameters:MP!RAGE/axialplane,TR=1900ms,TE=3.4msandFlip
angle=15°andanoriginalresolutionof1.0x1.0x1.0mm3
46 SHIPT PopulationbasedsamplefromTheStudyofhealthinPomerania(north!easternGermany) 1.5T(Avanto)Siemens 5.1
3DT1!weightedMRIsequencewiththefollowingparameters:MP!RAGE/axialplane,TR=1900ms,TE=3.4msandFlip
angle=15°andanoriginalresolutionof1.0x1.0x1.0mm3
47 STROKEMRI Healthycontrolsfromanongoingstrokestudy,Oslo 3T(HDxT)GE 5.3
SagittalT1!weightedFSPGRsequence(TE:2.956,TR:7.8ms,flipangle:12degrees,voxelsixe=1x1x1.2millimeter,number
ofslices:166)




































BIG1.5T 67 1205 Self!report
BIG3T 56 1150 Self!report
BIL&GIN 205 248 Self!report
CLiNG 15 307 SelfreportconfirmedbyEdinburghHandednessInventory
FBIRN 5 173 Self!report
HMS 7 44 SelfreportconfirmedbyEdinburghHandednessInventory
HUBIN 6 90 Self!report
IMAGEN 160 1391 SelfreportconfirmedbyPurduePegboardtest
IMpACT 15 126 Self!report
LBC1936 34 522 Writinghand





NCNG 26 301 Self!report
NESDA 5 61 Self!report
NeuroIMAGE 45 333 Self!report
OCDVUmcAmsterdam1.5T 6 48 Self!report
OCDVUmcAmsterdam3T 7 31 Self!report
Osaka1.5T 28 409 SelfreportconfirmedbyEdinburghHandednessInventory
Osaka3T 11 226 SelfreportconfirmedbyEdinburghHandednessInventory
SHIP2 57 1053 Self!report
SHIPTrend 97 1943 Self!report
STROKEMRI 6 46 Self!report
TOP 22 279 Self!report
UCLA|NLBP 20 140 Self!report































Supplementary Information S5. 
Plots of the relationship between ICV and subcortical AIs in the BIG 3T sample. Regression analyses of 
linear and quadratic relationships revealed only linear effects of ICV with AIs of the nucleus accumbens, 
caudate nucleus and putamen (as indicated by the dashed lines).  


















































































































Supplementary Information S6. 
Boxplots of AI distributions for each dataset and structure. For each structure, the datasets are ordered 
top-to-bottom by their median AIs. The identities of the datasets are given by the numbers in the 
lefthand columns, with reference to Table 1. The horizontal length of each box represents the 2nd to 3rd 
quartile of the AI distribution (i.e. containing half of subjects in each dataset) and split at the median AI. 
The vertical width of each dataset's box is proportional to the square root of its sample size. The 
whiskers show the minimum and maximum values (curtailed in cases where the outer box boundary was 


























































































































































































































































































































































































Supporting Information S7. Meta-analyzed results from testing population-level lateralization (mean AI's ≠ 0) separately 
by sex. A positive Z-score indicates leftward asymmetry in volume (L>R), while a negative Z-score reflects a rightward 
asymmetry (R>L). 
Females N z-score  Males N z-score 
Nucleus accumbens 7957 -11.01  Nucleus accumbens 7053 -4.80 
Amygdala 8049 -33.36  Amygdala 7118 -32.72 
Caudate nucleus 7980 -34.92  Caudate nucleus 7125 -31.12 
Globus pallidus 7892 23.61  Globus pallidus 7040 31.16 
Hippocampus 7971 -22.67  Hippocampus 7075 -20.14 
Putamen 7920 59.86  Putamen 7041 53.16 
Thalamus 8043 41.43  Thalamus 7115 33.44 
 








AI_amygdala AI_accumbens 0.00 0.90028 -0.99 0.0126487 
AI_amygdala AI_caudate 0.10 0.0001192 0.85 0.0914741 
AI_amygdala AI_hippocampus 0.00 0.9357421 -0.81 0.0356209 
AI_amygdala AI_pallidum 0.03 0.2340173 -0.42 0.3471581 
AI_amygdala AI_putamen 0.09 0.0005557 0.13 0.716055 
AI_amygdala AI_thalamus -0.06 0.0209367 -0.10 0.7943838 
AI_caudate AI_accumbens -0.08 0.0040859 0.32 0.3575671 
AI_caudate AI_hippocampus -0.03 0.3293978 -0.36 0.2211863 
AI_caudate AI_pallidum 0.05 0.0393021 -0.11 0.752416 
AI_caudate AI_putamen 0.12 4.46E-06 -0.14 0.6170061 
AI_caudate AI_thalamus 0.04 0.1032485 0.31 0.3141842 
AI_hippocampus AI_accumbens 0.00 0.9842037 -0.11 0.6521278 
AI_hippocampus AI_pallidum 0.02 0.4847126 0.10 0.6775807 
AI_hippocampus AI_putamen 0.01 0.7405954 0.04 0.8433021 
AI_hippocampus AI_thalamus 0.11 3.29E-05 0.10 0.6507085 
AI_pallidum AI_accumbens 0.07 0.0068105 0.18 0.5735795 
AI_pallidum AI_putamen 0.05 0.0446912 -0.12 0.6430572 
AI_pallidum AI_thalamus -0.21 7.16E-16 -0.26 0.3783415 
AI_putamen AI_accumbens -0.02 0.4199311 -0.61 0.0202141 
AI_putamen AI_thalamus -0.26 8.26E-23 -0.48 0.0365587 
AI_thalamus AI_accumbens -0.05 0.0873988 -0.14 0.6142865 
 
Supplementary Information S8. Phenotypic and genetic correlations among AIs in the GOBS dataset. 
